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Expression of zinc finger protein 545 in colorectal cancer tissues and its clinical significance PAN Fengping, LI Yan, ZHANG
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[ Abstract ] Objective To investigate the expression of zinc fingerprotein 545(ZNF545) in colorectal cancer tissues and its
Methods
examine the expression level of ZNF545 mRNA in colorectal cancer tissues and corresponding normal tissues from 32

clinical significance. Quantitative reverse transcription—polymerase chain reaction (qRT-PCR) was performed to
patients with colorectal cancer Immunohistochemical staining was also performed with tissue chips to detect the expression
of ZNF545 protein in 136 pairs of colorectal cancer tissues and corresponding normal tissues. The relationship of ZNF545
protein expression with the clinical characteristics ‘and prognosis were analyzed. Results The relative expression of ZNF545
mRNA in colorectal cancer tissues was significantly: lower than that in adjacent normal tissues (P<0.05). Immunohistochemical
staining of tissue chip revealed that the\low expression rate of ZNF545 protein in colorectal cancer tissues was 65.4%, which was
significantly higher than that in the. adjacent normal tissues (25.7% , P <0.05). The low expression of ZNF545 protein was
significantly correlated with tumor size, invasion depth and TNM stage (P<0.05), while not correlated with gender, age, tumor
location, differentiation and lymph.node metastasis(P >0.05). Kaplan—Meier survival analysis showed that the 5-year survival rate
of colorectal patients with low: expression of ZNF545 protein was significantly lower than that with high expression of ZNF545
protein (P<0.05).

size, invasion depth, TNM stage and poorer prognosis of colorectal cancer patients.

Conclusion.. The low expression of ZNF545 in colorectal cancer tissues is significantly associated with tumor
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