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Association of ABCG2 gene expression with respons in response to anthracycline chemotherapy XU Xiangwei, ZHU Peizhen,
ZHANG Penghai, et al. Department of Pharmacy, Yongkang First People s Hospital, Yongkang 321300, China

[ Abstract ] Objective To investigate the association of ABCG2 gene expression with response to anthracycline
chemotherapy in patients with breast cancer. Methods' Sixty patients with breast cancer undergoing postoperative adjuvant
chemotherapy of anthracyclines were enrolled. Quantitative real-time PCR(gRT-PCR) was used to determine the expression of
ABCG2 mRNA before and after chemotherapy. The-efficacy of chemotherapy and the prognosis of patients were observed, and
the association of ABCG2 expression with chemotherapy response was analyzed. Results After 4 cycles of chemotherapy,
there were 9 cases of CR, 28 cases of PR;.18 cases of SD and 5 cases of PD in 60 patients with an effective rate (CR+PR) of
61.7%. Compared before chemotherapy, the expression level of ABCG2 mRNA was reduced after chemotherapy in patients with
high response to chemotherapy, while it was increased in patients with low chemotherapy response(both P<0.05). The
expression levels of ABCG2 mRNA after chemotherapy in patients with high response was lower than that with low response (P<
0.05). Patients with low expression of ABCG2 mRNA (expression level<median 1.24) had a longer progression—free survival than
patients with high expression (expression level =median 1.24) (54 months vs 47 months, P<<0.05). Conclusion Breast cancer
patients with low expression of ABCG2 mRNA may have better therapeutic response to anthracyclines, and a better progres—
sion—free survival
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CAAGCTTATGTCTTCCAGTAATGTCGAA-3'; TFiff:5'-
GCGCTCTAGATTAAGGGGAAATTTAAGAATA-3" )P 1%
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PiH >0.05 >0.05 >0.05 =>0.05
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ABCG2 FHHEFRR RIS, HIa#2E, AMREs R
/N, ABCG2 mRNA A7k 5 ZL M8 38 e To itk e
AAFIA 9, ABCG2 mRNA {235 B & gk ot A
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