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TS THEEDIREY

[ %8 ] SEMNE;SPRMEE; AAEN ISR TESRF I EBEEEEBIS;HE

Analysis on expression of ILF3 and HOXB13 in esophageal.squamous cell carcinoma and their clinical prognostic value
Hu Jingxing, Li Shaolong, Yan Danping, Wang Fetyan, Sun"Hui, Yang Caifeng, Zhang Ying
First—author's address: Department of Clinical Laboratory, Norinco General Hospital, Xi'an 710065, China
Corresponding author: Zhang Ying, E-mail: zhanying1122@163.com

[ Abstract ] Objective To study the expression and clinical prognostic value of interleukin enhancer binding factor 3
(ILF3) and homeobox B13 (HOXB13) in esophageal squamous cell carcinoma (ESCC). Methods A total of 122 patients
diagnosed with ESCC treated at Norinco General Hospital from March 2018 to March 2021 were retrospectively enrolled.
Immunohistochemical staining was performed to detect the protein expressions of ILF3 and HOXB13 in ESCC tumor tissues
and adjacent non—tumor tissues,’and qPCR was used to quantify their mRNA expression levels. Pearson correlation analysis
was applied to analyze-the correlation between ILF3 mRNA and HOXB13 mRNA expressions. The 3-year survival of ESCC
patients with positive or.negative ILF3 and HOXB13 was analyzed via the Kaplan—Meier method, and their survival differences
were compared-using the log—rank test. Multivariate Cox regression analysis was conducted to identify independent prognostic
factors for ESCC. - Results The positive rates of ILF3 and HOXB13 in ESCC tissues were higher than those in adjacent
tissues; and-the differences were statistically significant (all P<0.001). The relative expression levels of ILF3 and HOXB13
mRNA in"ESCC cancer tissues were higher than those in adjacent tissues, and the differences were statistically significant (all
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P<0.001). The expression of ILF3 mRNA was positively correlated with that of HOXB13 mRNA in ESCC (r=0.678, P<0.001).
The positive rates of ILF3 and HOXB13 in ESCC tissues with lymph node metastasis in TNM stage Il were significantly

higher than those in TNM stages I -1 and without lymph node metastasis (all P<0.05). The 3-year overall survival rate of

ILF3 and HOXB13 positive group was lower than that of ILF3 and HOXB13 negative group, and the differences were
statistically significant (all P<0.001). ILF3 positivity, HOXB13 positivity, TNM stage Il and lymph node metastasis were risk

factors affecting the prognosis of ESCC. Conclusion

The mRNA and protein expressions of ILF3 and HOXB13 are

significantly increased in ESCC, which are related to the tumor progression of ESCC and are new biomarkers for prognosis

evaluation.
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21.547 <0.001 15.934 <0.001
1 4 49 42(56.76) 41(53.95)
Jibged AR
=n yA
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Jc 67 29(39.19) 32(42.11)

LE - ESCC N B4 SRR 20 MU 5 TLF3 O F AR A 38 050 1455 11 35 HOXBA 3 Oy [ I & 3 1 B13.

A B
100 100
— BAMEY - — A

S 80 P2 < sof P2

- T e B4 - | A BAPEL

5 60 60t

i &

o0t oot

pac) pac]

£ o0t T oo

1 1 1 1 1 1
0 12 24 36 0 12 24 36
AfTE (H) CENEIOED!
T - ESCC A B IR A M98 5 ILF3 S A0 A~ R 358 745 & I+ 3; HOXB13 [ J5 & 85 1 B13,
E 2 “IDF3 \HOXB13 FRik Xt ESCC T S A i A= A7 i £ (A : ILF3; B: HOXB13)
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i A A5 I A S DR R Rk, S BUR AN R
AR (R AL AL A, 8 0 b g D e R
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B, 9 HOXB13 RJ LAZE G5 A 2243 24075 B 19 )
X, BV FURE S L 1, DNA #5182 &
1 RADS1 (3635 , {2 3 DNA 55515 52, fin 3 40 e )& 1
) 2 A, 5 0 AN X TR YT A5 DNA 45405 A BgURK , 14

SeR 9 A4 M AR T TR YT B HRBLHER . AR5 P, ESCC
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R E o AR BAELE — R B . AW
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